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The comparison of yeast-like symbionts in the brown planthopperl| 
Nilaparvata lugens Stàl with different virulence based on partial 188 rDNA 


sequence 

ZHANG Jue-Feng[] LU Zhong-Xian[] CHEN Fa-Jun[] CHEN Jian-Mingll ZHENG Xu-Song[] XU Hong-Xing[] 
CHEN Lie-Zhongll YU Xiao-Ping [] Institute of Plant Protection and  Microbiology[] Zhejiang Academy of 
Agricultural Sciences[] Hangzhou 310021[] China[] 

Abstract] The yeast-like symbionts[] YLS[] were isolated and purified from the fat body of the brown 
planthopperl] Nilaparvata lugens Stå[] BPH[] with different virulence reared on various rice resistant varieties. 
The 185 rDNA sequences of YLS from BPH with different virulence were analyzed and compared with the 
sequences of other fungi explored from GenBank[] and a comprehensive phylogenetic tree was constructed. The 
phylogenetic analyses suggested that the YLS of BPH with different virulence belonged to the subphylum 
Ascornycotind] the class Pyrenomycetes[] and had the closest genetic relationship with Hypomyces 
chrysospermus . 
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Table 1 The survival rate of the BPH nymph on different rice varieties 
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TNI 87.042.0aA 87.042.0aA 88.0+4.0aA 86.0+2.0a A 
Mudgo 3.0+0.5b B 70.0+5.0b B 82.0+8.0a A 83.0+2.0a A 
ASD7 3.6+0.4 b B 67.3+3.3 b B 80.0+8.0a A 82.0+1.0a A 
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Noted] The data in the table indicate mean + SE. Means within a column followed by different lowercase] capital[] letters are significantly different at Po os 


O Po. ll level. 
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Fig. 1 PCR results of YLS in three brown planthoppet] BPH[] 

populations with different virulence 
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Fig. 2 Phylogenetic relationships of YLS in BPH with different virulence to resistant rice varieties based on partial 185 rDNA sequences 
HOOOOO000QDODO0000000000 O Dotted lines indicating that the branches may collapse in the strict consensus tree[] Nucleotide 
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